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Preliminary study on detection of airborne bacteria contained in air

in restrooms of railway stations
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It is very important to provide a more comfortable station space for railway customers from the view of

publicness of railway. Microorganisms in the environment of railway facilities have been focused. The microbiome

analysis of surface bacteria on floors of restrooms of railway stations was reported last year, but there are very few

reports that studies microbiome in indoor air of restrooms at stations. Therefore, microbiome analysis of indoor air in

restrooms of railway stations is reported in this study.
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