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The applicability of the environmental DNA metabarcoding (MB) assay for fish surveys was investigated using case
studies of the National Census on River Environments. The fish lists compiled using MB or traditional sampling (TS)
were compared based on 188 fish taxa from 76 sites from 15 case studies. The detection rate by MB was high for
migratory swimming fishes (92.9 %) and low for benthic marine/brackish fishes (59.2 %). The fish taxa were detected
at a probability of 76.9 = 17.1 % (mean = SD) by the MB, and 74.2 + 16.5 % by the TS. The agreement rate between
the lists from both methods was 51.1 & 16.4 %, and a positive correlation was obtained for the 67 of the 76 sites (p <
0.05, cor-2 test). The sites with no correlation had one of the following characteristics: (1) less than 10 taxa, (2) major
gap in the number of taxa, (3) located in estuarine area, and (4) implementation timing was mismatched. The
differences in the taxon lists among multiple sites on the same river correspond to the variation in environmental status.
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WZBWTE, & TO—H)OEEEEERXE, &4 25T
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HE SN TEZM. 61T, AWIEHROTE IR+ 2
LT, RSN, IFE OKERESE CEMBINTE
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BH—5C, E) N OFREHAELD D 7 ) NSBHEZF TG T
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1%, B COBRAKM D3> DAEOTE « A(E e Ekkx 7
T—B &G T LT E DR ORI ETE
LCHERZEDTND 9. AN, AP0 I 7 E
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THHLDT, HEVEYD DNA 285800 9 D iR
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HAHIZREE DD, AETNBR 2 /K DA Coait S8 2 FA3HIC
DU TIIRRHFEFC TG EE DRRRIE & Vo 7o Fn HAEFE D
HEREDE L < DM “ERIHIASR, TEHERS ) & A %
FIRCEW S~ = 2 T VENARIND R 81D A
WD FE L UCERBRAITEONTE TS, eDNA
ST & Vol MB FEHTOELN Z [EHEE A & A5G T
KEFREIZIEHT 2 2 LTS, SR E DR E0R
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TIEHATOHERE RS & O AR L 5, B TR
FERNOBRBERHIA~D & & 70 2 EEIAHIRF C& 2 191017,
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AYND 2 FJINZIVWT MB fiftt & KE~ =2 7 /UZEES
< ERER & ORI 2 9306 L, BaoR R RR L
TWh. UL, BEAERFE CERB S RIIM R 1T,
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K, Bl oK) -l GlEK, EE) RIS LIz, &
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7= taxon D H B, JRAIRL 0 & BB ATREMEDME
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2 ATREMED SR N &l LSRRG BRI L7 (FR-3).
RIS & L7 188 taxa O - FEFRIRIUIZEE D E#4 taxon
Bk 5 ENZOMH - fERR A HIX BN R & =
7, MB AT CIE 76.9+17.1 % (CVHHAEUERS), B
TIE 7424165 % C, MB fi#HTOIE H 30038 <
7pole (Fd). MFHEOBRHFRIZA U ZEIT VT,
Nakagawa et al. 27> MB it & B & DO D&
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FER L CW D AMREMEN S 5. 728, MiTE TR LIV fH
U A RO—ERIL 5112164 % T, FE22—HRR O
HIRKIX A2 o 7223, 4276 HIX D 5 6 67 HIK CHERIED
FHESESGRD D D BTz (B-1 5 p<0.05, cor 2 test) .
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T4 ETEGAPIN RT SHRO B - HERIRDL

Wik - HER s eDNA (%) 5 09
Wk 656 496 (75.6%) 482(735%)
W MUK 195 138(70.8%) 115(59.0%)
o m#E 85 79(92.9%) 54(63.5%)
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