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GENETIC DIVERSITY AND HABITAT FOR NATIVE SPECIES OF FISHES 
 IN A STREAMS AND AGRICULTURAL CHANNEL NETWORK 

- IN THE CASE OF NAGARA-SAI RIVER BASIN -

Kiyoshi WADA, Misaki WATANABE and Shigeru TERAMACHI 

This study investigated habitat of genetic diversity and the rare species of fish in Nagara-Sai River. In 
the genetic diversity, the study using microsatellite DNA technique was conducted that focus on native 
species, Gnathopogon elongatus which came and went in a river and an agriculture irrigation system, a 
rice field. The following results were provided. The spots of the Sai River basin are classified in the same 
cluster, and in perspective the function of the network of the habits of fish maintains it. A primer of 
Gnathopogon elongatus was chosen to six.  Four places of spots where greatly varied in a genetic diver-
gence were extracted in the same river-channel network. It is clarified that  rare species, Gasterosteus mi-
crocephalus inhabits Chogogi River through the year, some springs are greatly related and relaxes water 
temperature environment in the winter season in addition to underwater vegetation and riverbed materials. 

- 336 -


