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Comparison of species distribution models for screening transplantation sites 

Nodoka OSHIRO, Keiichi Hasegawa, Yusuke UENO and Ryuji INOUE 

In road construction projects, rare plants and animals are sometimes transplanted to avoid habitat 
loss by the projects as one of the environmental conservation measures, when it is difficult to protect their 
habitats. In this study, we evaluated the applicability of the species distribution models to develop more 
objective and efficient methods for screening candidate transplantation sites. We tested the prediction ac-
curacy of three species distribution models (i.e., Generalized Linear Model: GLM, Maximum Entropy 
method: MaxEnt, and HSI model) through the comparison of the predictive distributions of plant (balloon 
flower Platycodon grandiflorus) and amphibians (Japanese brown frog Rana japonica) using each models. 
In the result, both GLM and MaxEnt showed high accuracy and the analogous suitable-site maps for 
transplantation. On the other hand, HSI model was not able to predict the suitable transplantation sites ac-
curately, and to narrow the range of candidate transplant sites. 
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