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1.   
 

Geobacter spp.
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FO-SS 250 
mW/m2

CCA2 180 mW/m2

SSA1 70 mW/m2

1.4
3.6  
 

OTUMAMi
-3 -4

Synergistetes, Bacteroidetes, Firmicutes, Proteobacteria
 Proteobacteria, 

Firmicutes, Bacteroidetes 
 6) Synergistetes

(FO-SSA7-o.c) 1.5%
(CCA3, FO-SSA5, FO-SSA6, SSA3) 33.7%–

47.9%
Synergistetes Candidate vadinCA02

Blvii28
(FO-SSA5, FO-SSA6)

(SSA3) (3.2–4.1%) (CCA3) (1.0%) 
(FO-SSA7-o.c) 

(<0.1%) Blvii28

 
Geobacter (FO-SSA5, 

FO-SSA6) (8.8%–9.2%) (CCA3)
(SSA3) 

(FO-SSA7-o.c) (0.7%–1.4%) 6

Geobacter spp.
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Geobacter spp.
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