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Probe Sequence (5' to 3) FA (%) Specificity Reference

EUB338 gt gee tec cgt agg agt 0-50 Most bacteria Amann et al. (1990) ¥
EUB338H gca gec acc cgt agg tgt 0-50 Planctomycetales Daims et al. (1999) 9
EUB338HI gct gee ace cgt agg tgt 0-50 Verrucomicrobiales Daims et al. (1999) ¥
Amx820 asaacccctctacttagtgeec 40 anammox bacteria Schmid et al. (2001) %
GNSB-941 aaa cca cac get ccg ct 35  Chloflexi Gicheral. (2001)®
GSB581y ctc tct cca ttc cge ctg 25  Chlorobi this study

GNSB656y cca ttt tec tet atc get 15 Chloflexi this study

WS6-630y agg cga tat tcc ctc coc 25 Candidate division W56 this study

BPB580y  tct tAt agA gcc gee tge 20  Betaprotepbacteria this study

BPB208y  ata Aca cgA get cgttge 15 Betaprotepbacteria this study
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