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clone3-Go7 [+two 3- clones]
clone3-C08 .
TRICHOTOMY clone3-D1o[+one 3~ clones]
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Table3 B 7/ 3,5 hrbiftiEhis u—y
sample clone . frequency sequence identity species (accession number)
3 A08 5/37(14%) 140/178(78%) Bacterium CYCU-0207 (DQ232371)
E08 2/37(5%) 159/178(89%) Dechloromonas sp. R~28400 ( AM230913)
D12 4/37(11%) 167/178(93%) Dechloromonas sp. R-28400 ( AM230913)
G07 3/37(8%) 172/178(96%) * Dechloromonas sp. R-28400 ( AM230913)
D10 2/37(5%) 158/178(88%) Dechloromonas sp. R-28400 ( AM230913)
B12 3/37(8%) 131/178(74%) Paracoccus sp.R-24615 (AM230906)
D02 3/37(8%) 129/183(70%) Azospirillum brasilense (AJ224912)
5 D02 4/39(10%) 129/183(70%) Azospirillum brasilense (AJ224912)
B0O5 2/39(5%) 151/177(85%) Pseudomonas chioritidismutans (AJ884572)
A02 4/39(10%) 153/178(85%) Bacterium D1 (DQ106864)
A0S 4/39(10%) 163/178(91%) Alicycliphilus sp.R-24611 (AM230896 )
A03 11/39(28%) 133/178(74%) Thauera sp.28 (AY829012)
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