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Table 1 FELEINSERTREIIOHS

day gene sequence frequency sequence identity species (accession number)

23 168 A3 10/45(2%)  503/512 (98%) Candidatus Amoebinatus massiliae strain CY2301169 ( AY204874)
23 165 A6 445(9%)  549/549(100%)  Citrobacter sp. AzoR-4(DQ279751)

23 165 C5 6/45(13%)  484/509(95%)  Cluyseobacterium sp. CI21 (DQ530083)

48 165 A9 25/47(53%)  543/547(99%) Klebsiella trevisanii strain ATCC 33558T ( AF129444)

48 168 Al2 7147 (15%)  281/319(88%) Mucus bacterium 111 (AY654758)

48 165 D10 5/47(11%)  539/547(98%) Klebsiella ornithinolytica strain ATCC 31898 ( AF129441)

23 mrS Al 938(24%)  161/178(90%) Dechioromonas sp. R-28400 ( AM230913)

23 nirS A2 5R38(13%) . 138/176 (76%) Rastoriia etropha ( AF114789)

48 nirS A8 168/178 (94%) Pseudomonas sp. R-25061 ( AM230904 )

39/45 (87%)
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