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VEIRE., EY )iz bead beader %2 WT DNA i #2757,
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Nested-PCR # T Target (copies/ng) (coples/ng)
Ing M7z DEIR |P.stutzeri-denitrificans 7.77X10°5 3.37X1075
TEERE LS | Pstutzer 1.71X10°5 1.32X10°5
B Pstutzeri & |P.aeruginosa 1.80X1076 2.64X1075
P.aeruginosa O] |ie3E1R 5.35X10°5 non-specific
T 3 F—F—iE  |IENER 1.04X10°5 non-specific
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# 2 DGGE Sequence similarities

Band Closest relative Closest species Identity
A Beta proteobacterium OS-9 Variovorax paradoxus 497/500(99%)
B Unculured bacterium clone Blvii28 Bacteroides distasonis 524/564(92%)
C Thauera sp. S2 Thauera selenatis 521/521(100%)
D Uncultured bacterium mle 1-2 Bacteroides merdae 556/557(99%)
E Uncultured bacterium partial IA-11 Clostridium sticklandii 531/532(99%)
F Uncultured beta proteobacterium SBR1022 Thauera aromatica 359/360(99%)




