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Fig.1 Anaerobic bioremediation of benzene in cultures

containing lotus field soils
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Fig.2 Anaerobic biodegradation of benzene in
cultures using several artificial media
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Fig.3 Anaerobic biodegmdaﬁon of benzene in
cultures using MS medium A
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Fig.4 Effect of trace elements on benzene
degradation in cultures
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Fig.5 Community analysis of anaerobic benzene degrading culture
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Fig.6 Stable Isotope Probing analysis of
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Anaerobic benzene degradation is a remarkable tool for bioremediation of contaminated soil and
ground water. In this study selective cultivation of benzene degrading anaerobic microbial communities -
was performed by successive dosing of benzene into soil samples collected from lotus field. PCR-DGGE
analysis revealed considerable progressive change in the Bacterial communities whereas negligible
change among the Methanogenic Archaea. According the result from “C¢benzene Stable Isotope Probing,

"some bacteria (mainly in the heavier fraction of *C-DNA) shared 85% homology in 16S TRNA gene with
Syntrophus aciditrophicus SB and Syntrophus gentianae which are known to have symbiotic relationship
in anaerobic benzoate degradation. However based on such low homology, the bacteria obtained in this
study cannot be certainly identified. This result helps to judge natural attenuation in contaminated soil.
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