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Primer Target site

Primer name Target gene Target group Primer Sequence (5' to 3') length (mer) (E.coli position) Reference
8f 16S rRNA Domain Bacteria AGAGTTTGATCCTGGCTCAG 20 8-28 5
1492r 16S rRNA Domain Bacteriaand Archaea GGHTACCTTGTTACGACTT 19 1492-1503 5
EUB338f 16S rRNA Domain Bacteria GCTGCCTCCCGTAGGAGT 18 338-355 6
EUB338-1f 16S rRNA Domain Bacteria GCAGCCTCCCGTAGGAGT 18 338-355 7
EUB338-IIf 16S rRNA Domain Bacteria GCAGCCACCCGTAGGTGT 18 338-355 7
EUB338-11If 16S rRNA Domain Bacteria GCTGCCACCCGTAGGTGT 18 338-355 7
907r 16S rRNA Domain Bacteria CCGTCAATTCMTTTRAGTT 19 907-926 8
pseul36f 168 rRNA strain TR2 TGATAGTGGGGGACAACG 18 136-154 this study
pseu598r 16S rRNA strain TR2 GGGGCTTTCACATTCAAC 18 598-616 this study
TR2nosZF noszZ strain TR2 AAGGTACCGGTGGTCGAT 18 1172-1190 this study
TR2nosZR nosZ strain TR2 TGCAGCGGGCCGGTAG 16 1662-1678 this study
nosZ1F noszZ almost all denitrifing bacteria ~ WCSYTGTTCMTCGACAGCCA 20 1184-1203 9
nosZ1IMR nosZ almost all denitrifing bacteria  ATRTCGATCARCTGVKCRTTYTC 23 1421-1443 this study
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