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Fig.1 Pilot plantsof enhancing sulfur rebox cycle action.
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Table . Primer used for PCR amplification in this study.

Primer Sequence(5-3)® Primer binding site®®

APS’/F  GGGYCTKTCCGCYATCAAYAC 206-236

APS7aF GGGYCTSAGCGCYATCAAY 206-234

APSBR GCACATGTCGAGGAAGTCTTC 1139-1159
DSR1Fdeg. ACSCAYTGGAARCACG 420-436
DSR4Rdeg. GTGTARCAGTTDCCRCA 2329-2346

?Positions of the Desulfovibrio-vulgaris ApsA and DsrAB open reading frame.
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Fig.3 Phylogenetic trees of ApsA-based from major lineages of the
sulfate-respiring microorganisms and UASB granule samples. This tree was
consrtucted with the neighbor-joining(N-J) method. Solid circles, nodes with a
bootstrap of >80% for all analysis; open circles, nodes with support of >60 and
<80%. The scale bar, 0.1 changes per nucleotide position.




