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7R 575 microbial sulfur mat 2 /3A A H AT Z o N CTRE LT, AWFIETIE, 2O sulfur mat 2 SEM&EDX, #uNERMR, 16S
rRNA gene cloning, Fluoresce in situ hybridization %5 % F\ 7= /4119727 7" 0 —F1 & o TR A RE A 72 RO T 2170,
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T TTL, HAESAIRE RS 2 A 5 L FBHEN DRI L T2, 2D A & 50
FECIERR A AT ABATHS L 5%~T%DENG TZER AR E AR, /A A AR
& ENDHHMEAKFERK 3000~3500 ppm (ZxF L THI 80%DERERAHMERFL T D, £
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FHEAHEDOEVVE & BRVVEO—d A EARRICEID L, SHICAVEERVVEIC
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3 @) T sulfur mat O FIV VEZKIA B OFRE Ty )
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13K 75 L72p o7z, 0,13600 pm £ T 25 pM FREE ZAERF
U723 ORKZPIID L 1100 um TIEZ 0 uM 12725
720 HS1E600 pm & TR LToAs, D%
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5, :EE% (TR L7zt & HpS AN LTz
ﬁﬁi@ﬁ EF—Ed 5, K30)D, 0, & HS OIEEFEE
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; b) Profile activity from diffusion
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a) Vertical profile model

3 sulfur mat O FVEZRE T OMY NERRRAE profile

7% 1 sulfur mat @ Bacterial 165 rRNA gene clone library

FASEIREE DS IER AR R I T H RV i . —
sample OTU  frecuency closest match accession identity
ﬁﬁ/ﬁ‘l\i%ﬁﬂﬁ LTV \ZD Z <l: 75§ﬁ<ﬂ§<‘s§ﬂfco WSM1  42/101 Halothiobacillus neapolitanus AF173169  1172/1173 (99%)
. White WSM2 22/101 Sulfurimonas denitrificans DSM 1251 CP000153  1076/1133 (94%)
3.3. sulfur mat NOWMEMEHEE WSM3  12/101 Dysgonomonas mossii AJ319867  1144/1149 (99%)
WSM4 6/101  Atopostipes suicloacalis AF445248 541/544 (99%)
7% 1|2 Bacteria 242 & L 7= clone library %, BSM1 _ 37/109 Halothiobacillus neapolitanus AF173169  L16971171 (99%)
. BSM2 19/109 Dysgonomonas mossii AJ319867  1140/1149 (99%)
4 |\ ThR TR G TR 7 clone D RRfiR Black  BSM3  17/100  sulfurimonas denitrificans DSM 1251 GP000153  1079/1133 (95%)
BSM4 12/109 Atopostipes suicloacalis AF445248  1113/1125 (98%)
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7= H.neapolitanus | 35 EREE T C SO AERRODEE DS
»Y Y, Sdenitrificans |3~ HEIEREE T CH,S
FLEAT D, 2, 2SR sulfur mat OFEAL
(CHFGLTND Z e RS, BifE, ZhHoM
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1) Visser J.M. et al., Appl. Environ. Microbiol., 63, 2300-2305,

Thiothrix unzii, L79961
Thiothrix flexilis AB042545
Leucothrix mucor, >(87277

a L40810
i eyclicum AF329062
Thiocystis gelal nosa Y11317
Thiocapsa roseopersicina AF112998
Thiolamprovum pediofome Y12297
Thioflavicoccus mobilis AJOL
Achromatium oxalferum P
WEML

AF173169

o
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Thiobacillus aquaesul is US8019
Thiobacillus plumbophilus AJ316618
Thiomonas arsenivorans AY950676
Thioalkalivibrio nitratis AF126547
‘Thioalkalivibrio |annasch|| AF329083
Thiorhodospira sibirica AJ006530

Ectothiorhodosinus mongolicum AY 298904
Ectothiorhodospira shaposhnikovij AY974609

Nitrosococeus oceani, AY690336
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Beggiatoa alba, L409
Thioploca ingrica L4098

%Acidilhlobacillus ferrooxidans AY495953
Acidithiobacillus thiooxidans AF359940

Arcobacter butzleri L14626
Arcobacter cibarius Al

60739:
canmdams Arcobacter summcus AY035822
lawsonii, DQ195237
AF218076
Helicobacter bilis AF054571
68%| W I

folinella succinogenes AF273252

BSM3
36%) WSM2

Sulficrimonas denitrificans L 40808
7 Sulfurimonas paralvinella AB252048
Sulfurimonas autotrophica AB088431
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Bacteroides fragilis X83944

4 BRI  LANEE L STk clone OOSRAEAENT
The bar shows 10% estimated divergence, and the numbers on node present bootstrap values (1000 replicate)
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