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100~ Candi Brocadia {
10011 Clone-E02(38) [AF375994]
lanctomycetales bactrium [AB176696]
icrobia spi [X90515]
-Verrucomicrobia bacterium [AY921923]
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95 Clone-H07(2)

green sulfur bacterium [AF424373]
10011 Chiorobi bacterium [AY500021]
100 Chlorobi bacterium [AY499768]
bacterium PHOS-HE36 [AF314435]
100l j Clone-E11(18)
bacterium clone [AY548932]
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100[Lsludge bacterium A21b [AF234707]
4 Beta proteobacterium [AY921721]

hodocyclaceae bacterium [DQ451825]
97; Clone-H03(1)
100fL bacterium clone [AY548944]
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Betap ium [AY921756]
52 Limnobacter thiooxidans [AJ289885]

Cupriavidus taiwanensis [AF300324]
Clone-C01(1)

100

itrosomonas sp. Nm47 [AY123810]

Nitrosomonas europaea [AF037106]

Beta proteobacterium [AB252924]
bacterium mle1-33 [AF280861]
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soil bacterium clone [AY326635]
Chloroflexi bacterium [DQ330241]
Chloroflexi bacterium [DQ811866]
100-bacterium gene [AB240312]
Chloroflexi bacterium [AY921734]
Clone-F12(4)

sludge bacterium Al1lb [AF234682]

100 Chloroflexi bacterium [DQ450728]
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Bacterium gene [AB252958]
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