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Brlc C 2 E L au = —Z2 BRI ¥, w® ““‘L 118 of
e 12 3 45 6 7 8 9 1011 12 3 4 5 6 7 8 9 1011
znopan=—ZN L CFISHIEZEA L, Fig.1 Number of microbial cells recovered using magnetic beads coupled with N6
e I s and N20 peptides (columns in blue), or without peptides (columns in pink).
T'?H,‘J EMZ'S@ IEILR&%%O)JFUEU 1o 72, %%\ (1) B. diminuta, (2) S. maltophilia, (3) P. staraminea, (4) E. coli, (5) R. fermentans,

o w0 N SN N 6) T. disciformis, (7) M. phosphovorus, (8) R. equi, (9) D. grandis, (10) B. subtilis,
N20 X7 F F &G I Eae — 22 £1=)G.aurantiac;) PO © G109 1)
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YIB X Z 1%DEEWAEYRE 2 S F
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5 EDVHBIL 7o, BIE, AREERBN O HE
P 7AiM & LT, BSEBEAKALEE
U778 —Ic R T 2R EMEDE
(Deferribacteres, Nitrospira, Candidate phylum : :
WS6, Candidate phylum BAO024, Candidate g & ~——cfheicrobial

: nies Target microbial i«
phylum KSB3) o: )"TJ‘ L ,,C 2!:33?15 %—: i@ﬁﬁ L . : - ’- (blue circles) colonies (red CII:aES-

, . ’_ . Fig.2 Bacterial growth of samples magnetically separated using N20-peptide
no o *fﬂf%{ﬁi% EERFRNICHEGT 2R conjugated beads (NM-1 gellan-gum plates, 2 weeks of incubation). The initial ratios

o N — S 2= of target microbial cells (G. aurantiaca) to other non-target reference microbial cells
1) — = =
T7FREDAT Y ==V 72l H TS (mixture of the ten bacterial species) were 1:10 (left) and 1:100 (right).
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