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Fig.1 CsTFA density gradient centrifugation of rRNA extracted from mesophilic granular sludge
RFLP #:% T CsTFA O#EEZE{LIC incubated with *C-labeled palmitate at 37°C (A) and 55°C (B).
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Fig.2 T-RFLP fingerprints of density-resolved bacterial communities generated from
RNA which was extracted after second time cultivation with '*C labeled palmitate at
37°C (A) and 55°C (B).
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Fig.3 Phylogenetic tree of representative clones from density-resolved "heavy" RNA
(BD=1.82 g/ml) from mesophilic culture. The in-silico T-RF size of the clone
"MPOME_C16 _cloneA" is calculated with 71bp. The scale bar represents 5%
sequence divergence.
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