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>ABI1E034|AB116034.1 Ulva ohnoi zenes for ITST, §.8% rRMA, ITSZ,
partial and complele sequence,
specimen_voucher:Herbarium of Graduate School of

(84P):086166.

Science, Hokkaido University, Sapporo

Length = 520
Score = 767 bits (380}, Expect = 0.0
Identities =

Strand = Plus / Minus

27 tezaateeggetttatcotitegescocacagcacecagececcgagcozoogoctagoas 46
BETH WHWHHHMHWHWHWHMHWHWHWHMH

DDBJ 520 tzeatzezezettatectitzzzezcocacazoaczcagececozagoogoczentageas 461

Query: 87 1iazcgazctacctacclaziczzzeccaczastiezzzcczozczozazcoictzoatitca 146
FEPCEREEEEERREEE L e e e e E e e e e e e e e e e e ey e per

Sbjct: 480 tagcgagctacctacctagtozzzeccacgagtesgccgcececgagoctctacatitea 401
AN, 3
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>ABUS?SSE\ABUS?SSE 1 Ulva pertusa zenmes for ITSl, 5.8% ribozomal
TE2, partial and complete sequence,
SDECIMEH _voucher:Herbariom of Graduate School of
Science, Hokkaido University. Sapporo (S&P):085070.
Length = 524

Score = 805 bits (408}, Expect = 0.0

Identities = 4205427 g8
Strand = Plus inus
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DDBJ f24 tzaataztezstatoattoztzzctoacagaaczoganzonzagootcogonztagzazt 465

Query: 87 azczazclacclacctagiczzzzooczczaalzezcozozozozazoctotztatitcas 146
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Sbjct: 464 azczazctacclacctazicsszzoczczaatzescozozczogazoctotetatttcar 405
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