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1) van de Graaf et al, (1996) Microbiology, 142, 2187-2196.
2) B 5, (2003) 5 38 [MI/KERBISFAHIHIE, 368.
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Uncultured anoxic sludge bacterium KU1 [AB054006]
Candidatus Brocadia anammoxidans [AF375994]
Anaerobic ammonium-oxidizing planctomycete [AJ131819]
Uncultured Planctomycetales bacterium [AB176696]

Planctomycete KSU-1 [AB057453]

Uncultured planctomycete clone [AY769988]
Uncultured anoxic sludge bacterium KU2 [AB054007]
Candidatus Kuenenia stuttgartiensis [AF375995]
Anaerobic ammonium-oxidizing planctomycete [AJ250882]
Candidatus Scalindua wagneri [AY254882]

Candidatus Scalindua brodae [AY254883]

Candidatus Scalindua sorokinii [AY257181]
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