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Fig.1 Changes in NH,*-N concentrations and water temperature in

BMR permeate.
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Fig. 2 Canges in NH,*-N concentrations and water temperature in

BAC effluent.
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Table 1 Numbers and detection frequency of the clones

recovered.
BMR BAC
Closest relative High temp.| Low temp.|High temp.| Low temp.
AlUnidentified beta proteo| 4 20 9 4
bacterium clone Vm5 11% 50% 25% 15%
B|Nitrosomonas ureae 3 0 19 0
8% 0% 53% 0%
C|Nitrosospira sp. 0 15 1 6
0% 38% 3% 23%
D|Nitrosomonas eutropha 23 0 3 0
 Nitrosomonas europaea 64% 0% 8% 0%
E|Uncultured freshwater 4 4 3 15
bacterium LD28 11% 10% 8% 58%
Table 2 Phylogenetic affinities of the clones recovered.
16S rDNA identification Sequence
Clone (closest relative) similarity
Gen-08| Uncultured bacterium KF-JG30-B3 91%
Gen-12 uncultured bacterium SJA-62 97%
Gen-16| Humic substances enrichment clone 96%
(Proteobacteria ; B -subdivision)

Gen-33 Proteobacterium sp. 93%
Gen-41 Beta proteobacterium F1021 93%
(Proteobacteria ; B -subdivision)
Gen-42|Unidentified eubacterium clone BSV03| 93%
Gen-43 Metal-contaminated soil clone 93%
(Proteobacteria ; a -subdivision)

Gen-47 Agricultural soil bacterium 93%
Gen-56| Sphingomonas aromaticivorans 97%
(Proteobacteria ; a -subdivision)
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Fig. 3 Phylogenetic dendrogram among the phylum Nitrospira and

the Nitrospira-like clones recovered by other research, showing the

phylogenetic position of the clones recovered by our research.
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