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Fig.1 Time course of process performance
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Table2 Thehomologousanalysisof detected clones
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Tablel Temperature dependency of methanogenic activities

Test | Methanogenic activities

Test dudge | temp.| (gCOD-gVSS*-d?)

(©) | Acetate | H,/CO,
25 0.009 0.007
seed sludge |30 0.091 0.033
(Mesophilically| ~35* 0.07 0.13
grown digested| 40 0.057 0.089
sludge) 50 0.018 0.047
55 0.013 0.02
45 181 6.86
50 2.38 9.88
day 335th 55* 3.25 12.07
retsined sludge 60 3.2 10.87
65 3.88 13.2
70 3.39 10.36
75 0.067 4.74

*) cultivated temperature

RFLP patterns of seed sludge
(bp) (bp)
1353\M12345M12345M 1353

RFLP patterns of day 335" retained sludge
o 2
1353 9
107g§26 7 89101112M 6 7 8 10]_'I.12M/

~~-1078
| ey

=
= -
=
—_
—_—

F—+Haeo—— F——Hhao—

Fig2 RFLP patterns analysis of seed sudge and day335™"
retained dudge

Test sudge Clone no. | Clone frequency Most homol ogous microorganism Similarity (%)
eed 9Ud 1 1/29 Methanosaeta concilli 95
(Meso hiliigalel 2 1/29 Methanosaeta concilli 98
P . y 3 21/29 Methanosaeta concilli 98
grown digested = :
dudge) 4 5/29 Methanospirillum hungatei 97
5 1/29 Uncultured archaeon clone AS08-3 96
6 1/25 Methanosaeta thermophilla 93
7 1/25 Methanothermobacter thermautotrophicus 95
day 335" 8 15/25 Methanosaeta thermophilla 93
ay 9 5/25 Methanothermobacter thermautotrophicus 98
retained sludge ;
10 1/25 Methanothermobacter thermautotrophicus 97
11 1/25 Methanothermobacter thermautotrophicus 97
12 1/25 Methanosaeta thermophilla 93
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